[ e TfE e Fesficem age wnda Rfvw wfigs Rer ¢ @bz |

NGO AREFTCT FEFIR
et e Ay e

e
I 1 Qb AR, 383y FSHH/d0 WA, 303 B

@ SF,8, R J90-WZA/03Y TR AT 2T, 2050 (09 A 89 T
FZT) GF QI b, G S0 9 TA-GAT () @F FH (9), (8) @ ToA-4/=y (8) @R €A
vo @ WF® Sy, (v AME FASRT ITRT TR AT T, T
SE, fet e eemw wfE e, 7 —

S | P @ 38T —(3) @R e fRaem amy (e @ e @
forEet) Af TR, 2033 T e 230 |

() T SR T 23T |
2 | R — (3) faww 31 epetz A=ty et fog w1 fFe, @ effqmaeme—

(F) “WY&R (Microorganisms)” ¥ WEFEE STFRT, IR A
IPIE GIT;

(¥) “onRT" = fareiw 4y W2, 2039 (059 T 89 T WEA);

(1) “FrH” o NI qA R GF T () @ TGS A Farem Ay
TGN
(9) ‘o=t o @2 ARYIER @A oThw;

(8¢39)
EE BIFT 2800




8eyr RETA (TG, Sofae, (FFTA 38, 03

(&) “qEISIA @Y (Microbial contaminants)” 9 «3% @AT TG
A AWECE @M T ZeF I AT 28R, AW T, eifEued,
FFSI , (ST, Afaq=e, e, #0739 3 &=y @I et
Iy THAYS Afre #Aita Wk TR TAlEfere A aifefas Tofifers
YMRIRS @R R 27 1 AR TR [REfEr e

(5) “vEESEr SRR FzAw WA (et of aw @ [ sed@ice
TofEfS *M1e A =R W@t N oy A AW, TS W e
I, A TR R, SEE T ar v fSfere azamry F1mm
TR, TR TS WiE SEites w2 @ @ 43w oafe e
SHEHE ) T2S b« SRS e

(7)) “fFaretw <my” o <3077 4@ Q 97 WET (39) @ @S e 4wy a3

(&) “cf” = A ST @ e eefs e ogRYTT Al I
3 AT GR TR AR i wfirE sifEmr o |

(R) 9% SRYRTETT @ 573 * I WA(E FIZ 4T 22T 58 @ a1 AT
AN 9 T 1T, O WA @ W FIZS 22AME (7R 038 L 7956 2877 |

© | AR FEIR SR e Wy, Rier wews ¢ RRHmEE —()
ffeq @ a1 FHrfE MEET T ISR §[HNE FEAaE W@,
e ez ¢ Rfufray 23 fRamet, 7an—

(F) TR ¢ LTS Wy, T ¢ HRFHIAE GO AWy, Wl € TN o
4wy, fEx ¢ fowmrs vy, TR SEREEy W9 @@, #eoge, B,
Y, G, FAFTHAIE, 5IC6 TSI AMF, TS 8 ASTETS AW G T
8 TGS ATWIE G TAGCT SHHF-H 2,9 8.¢,4 .9 93 FN-9 @ e
vEeTar &1 fFe@Ts "Two Class Sampling Plan" &% &7 F#9-y
8 “Three Class Sampling Plan" &% &y F#119-q « SffRs wzag
STAE 230T; TR

(}) IR A T ST GF -0 @ e R g [Redlive
T-8 @ SIS AT Al ArATey 22 |

() oF0E » 2809 q @ B ‘n’, ¢’, ‘m’, ‘M’ 9 “Two Class Sampling
Plan” 8 “Three Class Sampling Plan” S%F#-5 « s std a9z 237 |

(©) ML YRR G stz ffewes cvra <y [ A @A I
SHEE 3 220S b « TS wEereat g e W R wfvar sfre 23w |

(8) My A AT (I ITE, AOTT T AAFS, THHF 5 TS b ¢ THRS
waRAR, Wi, e 31 faera #fars wnfaces .




AT (s , e, o Fad 38, V3 8¢S

wﬁmmﬁnﬁﬁ.;ﬁtﬁva@@ﬁﬁﬁm@mwmw,
W,W,W,W,ﬁmmﬁmmﬁm@wﬁﬁmw
mﬁémmauwm@amﬂwmwﬁﬁ-m@m
1 AT TS T TR S A |

8 | AT T AR () aiﬁﬁmﬁﬁmwm@w@
mﬁmwwwmmwﬁmwﬁmwmmm
@ ZERT A0S 22 |

(Q)Wwﬁﬁmmmmﬁi,ﬁmeﬁquﬁmﬂ, 305 &
ﬁmmﬂ@ﬁmmmwmﬁm&@%mm
oy A0S 22 R

(o) Tot-eiffy (q)a@%mm%m%mﬂﬁm@cﬁ
ﬁmﬁmm@sﬁfww@ﬂwmmmﬁwo (Fem) 7 G TF
ﬁrﬁaaﬂﬁaﬁmx@)mﬂmmmwl

T : % ST BT TR —

mw@wwmmwmmwmmm
Wﬁwmmaﬁsém,mmwﬁs&@mmm,m@;am

(ﬁ)“WWWﬂWﬁWﬂTWWWWﬂ{@WWﬂ
TATHNERNE JALA |



8¢ 90 AREC (D, KT | (Tl 58, 0%

_ TERE-D
[fam 2 (B) 8 © (3) (F) 7247]
ﬂmmmﬁmﬁﬂmw@wﬂﬁﬂﬂmﬁﬁw

SL. Food
No. | Category

Analytical
reference method

T @ |ew|lo| @ © [ »
‘Acrobic Colony Count | 5 | 3 | 3% 105 | 5x106 | BDS ISO 4833-1
(cfu/g) and 2:2020
Yeast and Mold Count | 5 | 2 ix10% | 5x10% | BDS 150 21527~
(cfu/g) 1:2019

Total coliform (cfu/g) s | 3| 102 | 10° |BDSISO

4832:2009

Escherichia coli (cfu/g) 5 2 1x102 1x103 | BDS ISO 16649-1
and 2:2019

Staphylococcus aureus | 5 | 2 1x102 | 1x103 | BDS 1SO 6888-1.2
(Coagulase +ve) (cfu/g) and 3:2009
Salmonella/25 g Absent BDS ISO
6579-1:2020
faifirs et | Aerobic Colony Count 51 2 | 1x10 | 5x106 | BDS ISO 4833-1
(Frozen (cfufg) and 2:2020
meat) 5%, | Yeast and Mold Count | 5 7 | 1x103 1x10% | BDS 18O 21527-
wEE, 9o, | (cfulg) 1:2019
%1, T, | Eocherichia coli (cfu/ 2 3
: g | 5 | 2| 1x10% | 1x10 BDS IS0 16649-1

w

i

Staphylococcus aureus 512 1x10 1x102 | BDS 1SO 6888-1.2

(Coagulase +ve) {cfu/g) and 3:2009

Salmonella’25 g 5 BDS ISO
6579-1:2020

‘Acrobic Colony Count | 3 | 3 1106 | 5x106 | BDS 1SO 4833-1
(cfu/g) and 2:2020
(Chilled/  [Yeastand Mold Count | 3| 2 1x10% | 5x10% | BDS IS0 21527-
Marinated ;
meat (cfu/g) 1:2019

products) Escherichia coli (cfu/g) 5 2 1x102 1x103 BDS ISO 16649-1

[+, wfEE, and 2:2019
Staphylococcus aureus 512 1x102 1x103 | BDS ISO 6888-1, 2
(Coagulase +ve) (cfu/g) and 3:2009

e, 5,
Salmonella/25 I Absent

BDS ISO
6579-1:2020
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meat) 7=,
==, oo,
5, (i

Staphylococcus aureus

FEAGS W Aerobic Colony Count
(Cooked (cfu/g)

meagﬁs Yeast and Mold Count
[ewe, i (cfu/g)

(i
ExGE Staphylococcus aureus 5
e (Coagulase + Vve) (cfu/g)
5 -

FrenEErede | Sulphite Reducing
| Clostridia (cfu/g)

Aerobic Colony Court 5 | 2 | 1xiot
(cfu/g)
Yeast and Mold Count 1x10 -

-

511 10 | 1x10% | BDS ISO 21527-
1:2019

w‘ﬁ!

—_
0
R

1x10° | BDS iSO 4833-1
and 2:2020

1x102 | BDS ISO
21527-1:2019
5 | 2| 1x10 1x102 | BDS ISO 16649-1
and 2:2019
5 | 2| 1x10 1x102 | BDS 1SO 6888-1.2
(Coagulase +Vve) (cfu/g) and 3:2009
5 BDS ISO
6579-1:2020
Campylobacter (cfw/g) n 1SO 10272 1 and 2

1x104 | BDS 1SO 4833-1
and 2:2020

1x102 | BDS 1SO 6649-1
and 2:2019

1x102 | BDS ISO 6888-1.2
and 3::2009

and 2:2019

Listeria monocytogenes 3 Absent BDS ISO 11290-1
25¢g
5 BDS ISO 6579-
1:2020

Campylobacter (cfu/g)
oE WA Aerobic Colony Count
(Dried or (cfu/g)

1SO 10272-1 and 2

| W

dehydrated | Yeast and Mold Count
meat) [5F, | (cfu/g)

Wﬁw Coagulase +ve) (cfu/g)
EISIEEICE]

Salmonella (25 g
T |

5 | 1x103 | ix10% | BDS 1SO 4833-1
and 2:2020

511 1x102 | BDS ISO 21527-
1:2019

<, W, | o perichia coli(cfug) | 5 1 2| 19

:u E- ’ W!

s Staphylococcus aureus 3 1x102
IR

1x102 | BDS ISO
16649-1 and 2:2019

1x103 | BDS ISO
6888-1:2009

=, BDS ISO
6579-1:2020

Listeria monocylogenes 5 BDS IS0 11290-1
125¢g and 2:2019

Sulphite Reducing s | 2 | sx102 | 5x10°
Clostridia (cfu/g)
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q. | fremgs W | Escherichia coli (cfu/g) 5 0 Absent BDS ISO 16649-1
(Fermented and 2:2019
?efﬁ Staphylococcus aureus 5 1 10 1x102 | BDS ISO 6888-
[s;)‘ :1-(‘:;) (Coagulase + ve)(cfu/g) 1:2009
oercoat, | Salmonella /25 ¢ 510 Absent | BDS ISO 6579-
¥, T3, 1:2020
e Listeria monocytogenes 510 Absent BDS ISO 11290-1
Tyt /25¢ and 2:2019
b A " __ | sulphite Reduci 5 | 2 | 5x102 | 5x103 | 150 15213
ulphite Reducing X x
- Clostridia (cfu/g)
v, |SEwE Acrobic Colony Count | 5 | 2 | 1x102 | 1x10% | BDS SO 4833-1
sfze s | Clostridia (cfu/g) and 2:2020
[Pickled
meat) [5F, 7 3
o g, Yeast and Mold Count 5 2 Ix10 1x10° | BDS 1SO 21527-
o o, | cfwe) 1:2019
6 o
Tonf Escherichiacoli(cfulg) | 5 | 2 | 10 | 1x102 | BDSISO 16649-I
TS and 2:2019
TOREEFS | Syaphylococcus aureus | 5 | 1 1x102 | 1x103 | BDS ISO 6888-
e (Coagulase + ve) (cfu/g) 1:2009
Sulphite Reducing 5 | 2 | 5x102 | 5x103 | 15O 15213
Clostridia (cfu/g)
Salmonellal25 g 5 0 Absent BDS ISO 6579-
1:2020
Listeria monocytogenes | 5 | 0 © Absent BDS ISO 11290-1
25g and 2:2019
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SL. Food Microorganisms Sampling Limits Analytical
No. | Category Plan reference method
n ‘ c m M

(3 () () () | (@) | (¥ (q) (v)

s. |@€ge/ | Acrobic Colony Count s | 2 | 1x100 | 1x107 | BDS ISO 4833-1
erefi@end | (cfu/g) and 2:2020
sfrrere 5 4

Yeast and Mold Count 5 1 1x10 1x10% | BDS ISO 21527-
B (Cut or
- (cfu/g) 1:2019
minimally
processed | Enterobacteriaceae (cfu/g) s | 2 | 1x102 | 1x10* | 1SO 21528-
fruit) 2:2017
Staphylococcus aureus 5 1| 1x102 1x103 | BDS ISO 6888-
(Coagulase + ve) (cfu/g) 1. 2 and 3:2009
Salmonellal25 g 5 0 Absent BDS ISO 5679-
1:2020
Listeria monocytogenes 5 0 Absent BDS 1SO 11290-
| and 2:2019
E coli (cfu/g) 5 0 Absent BDS ISO 16649-
1 and 2-2019
Vibrio cholerae (cfu/g) 5 0 Absent BDS [SO
21872-1:2019
s | @™ | Aerobic Colony Count s | 2| 105 | 100 |BDSISO4833-1
(Salad) | (cfu/g) and 2:2020
Total coliform (cfu/g) s | 1| 102 | 103 |BDSISO
4832:2009
Salmonella 125 g 5 0 Absent BDS SO 6579-
1:2020
Staphylococcus aureus s | 1| 102 | 103 |BDSISO 6888-
(Coagulase + ve) (cfu/g) 1:2009




and 2:2020

4832:2009

BDS ISO 16649-
1 and 2:2019

BDS 150 4833-1
and 2:2020

Aerobic Colony Count
(cfu/ml)

BDS 180 21527-
1:2019

Yeast and Mold Count
(cfu/ml)

BDS 1SO 6888-
1. 2 and 3:2009

Staphylococcus aureus
(Coagulase + Ve) (cfu/g)

BDS ISO
6579-1:2020

Salmonellal23 ml

BDS ISO
11290-1 and

Listeria monoc_vrogenes/?_i

BDS I1SO 21872-
1:2019

Vibrio cholerae/25 ml

Yeast and Mold Count BDS 1SO 21 527-!

1:2019

BDS IS0 6579-
1:2020

BDS 1SO 11290-
1 and 2:2019

Listeria monoc_vrogenes!25

ml

BDS ISO 21872-
1:2019

Vibrio cholerc /25 ml

BDS IS0 4833-1
and 2:2020

Aerobic Colony Count
(cfu/ml)

BDS 15O 6888-
1.2 and 3:2009

Staphylococcus aureus

(Coagulase + ve) (cfu/g)

BDS 18O 21872-
1:2019

Vibrio cholerae/25 ml
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v. |fEfi® T | Acrobic Colony Count 5| 2 | 4x10* | 4x10% | BDS ISO 4833-
(Frozen (cfu/g) 1 and 2:2020
Eruly Yeast and Mold Count 5| 1t |1x102 | 1x103 | BDS ISO

| (cfu/g) 21527-1:2019
Total coliform (cfu/g) si21| 10 102 |BDSISO
4832:2009
Staphylococcus aureus 501 | 20 | 1x10? | BDS ISO 6888-
(Coagulase +ve) (cfu/g) 1:2009
Salmonella 25 g s 1o Absent | BDS ISO 6579-
' : 1:2020

q. |wEgo w1 | Aerobic Colony Count 50 2| 105 | 10 |BDSISO 4833-
(Dried . . | (cfulg) 1 and 2:2020
frit Osmaphilic Yeast (cfulg) s 2] 10 | 103 |1S07698:1990

Enterobacteriaceae (cfu/g) 5 1| 1x102 | 1x103 | 1SO 21528 -
2:2017

Staphylococcus aureus 3 1 10 1x102 | BDS ISO 6888-

(Coagulase +ve) (cfu/g) 1:2009

Salmonellal25 g 510 Absent BDS ISO 6579-
1:2020

v. |@Re@ | Aerobic Colony Count 5| 1 | 4x10%| 1x10° | BDS ISO 4833-
sfimmars - | (cfu/g) 1 and :2020
e T

; < | Yeastand Mold Count 5 | 1 | 1x10% | 1x10% | BDS ISO
cfu/! 21527-1:2019
(Thermatty | <18
processed | Enterobacteriaceae (cfu/g) 5 1| 1x102 | 1x103 | 1SO 21528-
fruit and 2:2017
fruit 5
peitosd Staphylococcus aureus ) 1 10 1x10- | BDS ISO 6888-
P (Coagulase +ve) (cfu/g) 1:2009
Salmonella 125 g 5 0 Absent BDS ISO 6579-
1:2020
Listeria monocytogenes/25 g | 5 0 Absent BDS ISO 11290-
1 and 2:2019
Vibrio cholerae 125 g 510 Absent BDS ISO
21872-1:2019
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SL Food Microorganisms Sampling Limits Analytical
No category plan Reference Method
n c m M
(3) () (0) 8 [(@| (¢ | (2 (v)
s, | e Total coliform (cfu/g) | 5 | 2 | 102 | 103 |BDSISO
SRS 4832:2009
T (Read
b R | Aerchictoknyoount | 3 | 2 | 56107 | Sel0® (BB SO 4833-1
t t
el T and 2:2020
Staphylococcus aureus | 5 2 102 104 |BDS IS0
Coagulase +ve (cfu/g) 6888-1:2009
Salmonella/25g 5 0 Absent BDS ISO
6579-1 :2000
Yeastand Moldcount | 5 | 2 | 102 | 104 |ISO 7698:1990
(cfu/g)
3. | MR €y | Acrobic Colonycount | 5 | 2 | 102 | 103 |BDS ISO 4833-1
T (Ready | (cfu/g) and 2:2020
to Cook
ey Salmonella/25g s o Absent | BDS ISO
ske) 6579-1 :2020
Yeastand Moldcount | 5 | 2 | 102 103 | 1S0 7698:1990
(cfu/g)
°. (1€MW | Aerobic Colony count | 5 | 2 | 102 103 | BDS ISO 4833-1
Lok (cfu/g) and 2:2020
=TT fapeet
Dried coice | T coliform 5 [ 310 103 |BDSISO
DO lno | o cesrin (efig) 4832:2009
mix for soup .
and sauce) | Salmonella/25g 5 1o Absent BDS ISO
6579-1:2020
Yeastand Moldcount | 5 | 2 | 102 | 103 |ISO 7698:1990
(cfu/g)
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®) Q) (o) ® @] (© | O (»)
8. | E Coli (cfu/g) 5 | 0| <10 | 10 |BDSISO 16649-1
(Sauce) and 2:2019
Salmonella’25g 5 0 Absent BDS ISO
- 6579-1:2020
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SL Food Microorganisms Sampling Limits Analytical
No. | category plan Reference Method
n c m M

() (2) (©) (8) | (a) | (¥) (9) (¥)

s, |=== Aerobic Colony count 5| 2 | 102 | 103 |BDSISO 4833-1
Ao | (cfulg) and 2:2020
fex&M® A | Total coliform (cfu/g) 5 2 102 103 | BDS ISO
(Liquid non 4832:2009
pasteurized Campylobacter spp./10g | 5 0 Absent 1SO 10272-1:2006
egg product)

Salmonella25g 5 0 Absent BDS ISO
6579-1 :2020

E. Coli (cfulg) 51 2 10 | 102 | BDS ISO 16649-1
and 2:2019

3. | omRs Aerobic Colony count 5 | 2 | 102 | 103 |BDSISO 4833-1
fewers == | (cfu/g) and 2:2020
(%=1, *®/ | Total coliform (cfu/g) 5| 2 10 | 103 |BDSISO
fanfis) 4832:2009
pasteurized : = :

10272-1: 2
cagriingd Campylobacter spp./10g | 3 0 Absent 1SO 10272-1: 2006
[Ligquid, Salmonella25g 10 0 Absent BDS [SO
dried or 6579-1:2020
frozen]

o. |fem@ 4@ | Aerobic Colonycount | 5 | 2 [102 | 103 |BDSISO 4833-1
(Egg (cfu/g) and 2:2020
Powder/ | Toqql coliform (cfu/g) | 5 | 2 |10 | 102 |BDSISO
Tk 4832:2009
Powder)

Staphyvlococcus aureus 5 2 10 102 | BDS ISO

Coagulase +ve (cfu/g) 6888-1:2009

Salmonella25g 5 0 Absent BDS ISO
6579-1:2020

Listeria monocytogenes 5 0 Absent BDS ISO

(cfu/g) 11290-1 and 2:2019

Bacillus cereus (cfu/g) | 5 | 2 | 102 | 103 |1SO7932: 2004

E. Coli (cfu/g) 5 2 10 | 102 | BDSISO 16649-1
and 2:2019
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TEE-C
[afag= & (5) 6 © (3) (F) T2
Sl | Food category Microorganisms Sampling Limits Analytical
No. ‘ plan reference Method
n c m M
() (2) () (8) | (e) (v) (?) (v)
s, | @ifa, woge | E Coli s | o | <10! | 10 |1SO16649-10r 2
Staphylococcal 5 0 Absent 1SO
enterotoxins/25¢ 19020 :2017
B. cereus 5 | 2 l 102 ] 103 |1SO 7932
Salmonella’25g 510 . Absent 1SO 6579
2, |Bf,w¢, 4%, | Staphylococcal 5 0 Absent SO
FRCETE, enterotoxins 25¢ 19020 :2017
Lalad Salmonella23g 5 0 l Absent 1SO 6579
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SI. | Food Microorganisms Sampling Limits Analytical

No. | category plan reference Method
n c m M

1(3) (2) (©) (8) | (a) | (v) () (v)

. | 31/ | Acrobic Colony Count (cfu/g) | 5 | 3 |35x10%| 1x107 | BDS ISO 4833-1
faifare and 2:2020
T Vibrio parahaemolyticus /25g | 5 | 0 Absent BDS I1SO
(Chilled/ ' 21872-1:2019
Frozen ot 2
fish Clostridium perfiingens /23g 5 0 Absent BDS ISO

i) 7937 2017
Salmonella/25g 5 0 Absent BDS ISO
6579-1:2020
Vibrio cholerae/25g 5 0 Absent BDS ISO
21872-1:2019
Fecal coliform (MPN/g) ) 2 <10 ISO 7937:2004

2. mﬁfﬁj Aerobic Colony Count (cfu/g) | 35 3 106 107 | BDS ISO 4833-1
frufire and 2:2020
Yl Shigella spp. (cfu/g) 5 0 Absent BDS ISO
(Chilled/ 6579-1:2020
Frozen | Escherichia coli (cfi'g) 510 Absent BDS ISO
Crustac- 16649-2:2019
eans)

Salmonella/25g 5 0 Absent BDS ISO
6579-1:2020

Fecal coliform (MPN/g) 5 2 <10 1SO 7937:2004

Vibrio cholerae/25g 5 0 Absent BDS ISO
21872-1:2019

o. | 31s1%®/ | Acrobic Celony Count (cfu/g) | 5 | 2 1x107 | 1x108 | BDS ISO 4833
fafyrs -1 and 2:2020
T | Shigella spp. (cfu/g) 510 Absent BDS ISO

y PP
(Chilled/ 6579-1:2020
F
sz:“l Escherichial coli (cfu/g) 510 Absent | BDS ISO
e 16649-2:2019
opods)
Salmonella /125g 5 0 Absent BDS ISO 6579-
1:2020
Fecal coliform (MPN/g) 5 2 <10 <10 | ISO 7937:2004
Vibrio cholerae/25g 5 0 Absent BDS ISO 21872-
1:2019




AT (NS5, Sfofe, U 38, 2033 8e8Y
() (?) (o) (8) | (@) | (¥) (1) (v)
8. | #7&%®/ | Acrobic Colony Count (cfu/g) | 5 | 2 [1x105 | 1x10% | BDS ISO 4833-1
fEmfis and 2:2020
T Salmonella/25g 10| 0 Absent BDS ISO
(Chilled/ 6379-1:2020
F
71| Fecal coliform (MPN/g) 512 <10 ] <10 | 1SO 7937:2004
Bivalves)
Shigella spp. (cfu/g 5 0 Absent BDS 1SO
6579-1:2020
Vibrio cholerael/25g 5 0 Absent BDS ISO 21872-
1:2019
¢. |¥F5g® | Aerobic Colony Count (cfu/g) | 5 2 | 1x10% | 1x108 | BDS ISO 4833-1
fanfrs and 2:2020
FFE | Coagulase Positive 5 | 2 |1x102]| 1x103 | BDS 1SO
(Frozen | Staphylococci (cfu/g) 6888-1:2009
cooked | o herchia-coli ({cfi/g) 5| 2 Absent | BDSISO
srsace 16649-2:2019
ans
Salmonella/25g 5 0 Absent BDS ISO
6579-1:2020
Vibrio cholera/25g 5 0 Absent BDS 1SO 21872-
1:2019
Fecal coliform (MPN/g) 5 2 | <10 [ <10 | ISO 7937:2004
Listeria monocyiogenes/25g 5 0 Absent BDS ISO 11290-1
and 2019
. | =m/ Aerobic Colony Count (cfu/g) | 5 | 0 | 10% | 1x105 | BDS ISO 4833-1
T and 2:2020
IS | Yeast & mold count (cfu/g) s | 2| 102 | 5x102 | BDSISO
-y 21527-1:2019
(Dried/ ;
Solied Escherichia coli (cfu/g) 5 0 Absent BDS ISO
ol 16649-2:2019
fishery Salmonella/25g 5 0 Absent BDS ISO
products) 6579-1:2020
q. |em@/ Aerobic plate count (cfu/g) s | 2 105 | 105 | BDSISO 4833-1
oS and 2:2020
e E.coli (cfu/g) 510 Absent BDS ISO
(Fresh/ 16649-2:2019
canned | ¢ 1monellal25g 510 Absent | BDS ISO
shrimp) 6579-1:2020
Shigella (cfu/g) 500 Absent ISO 21567:2004




828 IRFCT (TET , Whofiw, el 38, 23033

(3) (2) (9) (8) | (e) | (v) (9) (v)

b. |TRME | Aerobic plate count (cfu/g) 5012 10° | 10 | BDSISO 4833~
g 1 and 2:2020
(Salted | £ coli (cfu/g) 5 0 Absent BDS ISO
fish) 16649-2:2019

Coagulase Positive 5 0 Absent BDS [SO
Staphylococei (cfu/g) 6888-1:2009

5. m@ Coagulase Positive 5110 [1x102 | 1x103 BDS SO
ALTEN® | Staphylococei (cfu/g) 6888-1:2009
Al Yeast & Mold count (cfu/g) 5101 102 | 103 [ BDSISO
(Fermen- 21527-1:2019
ted Salmonella/23g 10| 0 Absent BDS ISO
fishery 6579-1:2020
products)

.| qifis | Acrobic plate Count (cfulg) 5 | 0 [1x10°| 1x10 | BDS ISO 4833-1
TS and 2:2020
4Ty Coagulase Positive 512 [ 1x10% | 1x103 [ BDS ISO
(Smoked Staphylococci (efu/g) 6888-1:2009
fishery | Salmonella/25g 5 0 Absent BDS ISO
products) 6579-1:2020

Vibrio cholerae/25g 5 0 Absent BDS 1SO 21872-
1:2019 |,

Listerai Monocytogenes/25g 5 0 Absent BDS ISO 11290
-1 and 2:2019

». | fag Aerobic plate Count (cfu/g) 3 0 [1x10*| 1x105 | BDS SO 4833-1
ST and 2:2020
"®FS | Coagulase Positive 51 0 [1x102] 1x103 | BDS ISO
TerEre | Staphylococei (cfu/g) 6888-1:2009
RS Escherichia coli (cfu/g) 5 0 Absent BDS ISO
(Accele- 16649-2:2019
ratedn Salmonelia/25g 5 0 Absent BDS ISO
Freeze : 6579-1:2020
Dried 1'yiprio cholerael2sg 500 Absent BDS ISO 21872-
Fishery) 1:2019

33 | W& | Aerobic Colony Count 5 | 2 |1x107 | 1x106 | BDS ISO 4833-1
fat (cfu/g) and 2:2020
(Fish | Coagulase Positive 512 [1x102| 1x103 | BDS 1SO
Mince) | Staphylococci (cfu/g) 6888-1:2009

Escherichia coli (cfu/g) 5 0 Absent BDS ISO
16649-1:2019
Salmonellal25g 5 0 Absent BDS ISO
‘ 6579-1:2020
Vibrio cholerae/25g ] 0 Absent BDS ISO 21872-
1:2019
Listeri Monocyiogenes/25g 3 0 Absent BDS ISO 11290
-1 and 2:2019
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SL. Food Microorganisms Sampling Limits Analytical
No.| category plan Reference Method
n c m M
(3) (2) (9) (8) | (@) | (v) (1) (v)
5. | sz dm | Aerobic Colony Count 5 | 2 |sxi0%| 1x10° | BDS SO 4833-1
74 (Raw (cfu/ml) and 2:2020
milk)
[ T,
s, Total coliform (cfu/ml) 5| 1 |5x102| 1x103 | BDS1SO
wfzy, T5 4832:2009
i Escheriechia coli (cfu/ml) | 5 1 3 9 BDS ISO 11866-1
A ek and 2:2009
Campylobcter spp./25ml 5 Absent SO 10272-1:2006
Listeris monocytogenes / 5 0 Absent BDS ISO 11290-1
25ml and 2:2019
3. | *mRS 3¢ | Acrobic Colony Count 5 | 3 |3x10%| s5x10* | BDSISO 4833-1
(Pasteuri- | (cfu/ml) and 2:2020
zedboited | 1141 coliform (cfu/ml) 510 | <10 NA | BDSISO
Eivyay 4832:2009
milk
Salmonellal25g 5 0 0 BDS ISO
[, 6579-1:2020
o, fEw,
B0 xenf | Listeria monocytogenes | | 5 0 0 BDS ISO 11290-1
AT wy | 298 and 2:2019
o. |*mfF® | Aerobic Colony Count 5 | 3 |sx10*| 7.5x10* | BDS ISO 4833-1
ECil (cfu/g) and 2:2020
(Pasteuri- | 1614 coliform (cfu/g) 51 0| <10 | NA |BDSISO
zed 4832:2009
Cream)
Salmonella/25ml 5 0 Absent BDS ISO
6579-1:2020
Listeria monocytogenes/ 5 0 Absent BDS ISO 11290-1
25ml and 2:2019
8. |fuf® Aerobic Colony Count 5 3 | 5x102 | 1x103 | BDS ISO 4833-1
TAres 74 | (cfu/ml) and 2:2020
(Sweetened | 1401 coliform (cfu/g) s 0] <10 | NA |BDSISO
andensed 4832:2009
Milk
Staphylococcus aureus 5 0 10 102 BDS ISO 6888-1.,
(Coagulase Positive (cfu/g) 2 and 3:2009
Yeast and Mold Count 5 0 <10 NA BDS ISO
(cfu/g) 6611:2009
Salmonella/25ml 5 0 Absent BDS ISO
6579-1:2020
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(3) (2) () (8) | (@) (v) (q) (¥)
¢. | *®RS | Aerobic Colony Count 513 | 10? 10 | BDS ISO 4833-1
“fog (ctu/g) and 2:2020
(Pasteuri- -t a1 coliform (cfu/g) s 2] 10 20 | BDS ISO
zed 4832:2009
Butter) -
Staphylococcus aureus 5 | 2 10 102 | BDS ISO 6888-1,
(Coagulase Positive (cfu/g) 2 and 3:2009
Yeast and Mold Count 5 3 <10 NA BDS ISO
(cfu/g) 6611:2009
Salmonella/25g 5 0 Absent BDS ISO
6579-1:2020
b, | T 7y Aerobic Colony Count 5 2 3x10% | sx104 BDS [SO 4833-1
(Milk (cfu/g) and 2:2020
powder) | Total coliform (cfu/g) 512 10 50 | BDSISO
4832:2009
Staphylococcus aureus 5 2 10 102 BDS ISO 6888-1,
(Coagulase Positive (cfu/ml) 2 and 3:2009
Yeast and Mold count 5 0 <10 NA BDS ISO
(cfu/g) 6611:2009
Salmonella/25g 3 0 Absent BDS ISO
6579-1:2020
a. | e | Aerobic Colony Count 512 | 108 10 | BDS 1SO 4833-1
ST e | (cfu/g) and 2:2020
w Salmonellal25g 60 | 0 Absent BDS ISO
A 6579-1:2020
(Infant
Mild Listeria monocytogenes/ | 10 | 0 Absent BDS ISO
Powder, |25 11290-1 and
Infant 2:2019
Formulae)
b. | WEIA&T | Aerobic Colony Count 51 3 [ 1x109 | 2x105 | BDSISO 4833- 1
(cfu/g) and 2:2020
Total coliform (cfu/g) 51 3 10 | 1x102 | BDSISO
4832:2009
Salmonella/25g 5 0 Absent BDS ISO
6579-1:2020
». |ef&reare | Aerobic Colony Count 51 2 |25x10%| 5x10* | BDSISO 4833- |
siferm (cfu/g) and 2:2020
(Processsed | o141 coliform (cfu/g) 510 | <10 NA | BDSISO
Cheesed ) 4832:2009
Salmonella/25g 5 0 Absent BDS ISO
6579-1:2020
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0. | =N R | Aerobic Colony Count 5 3 | 15x105 | 3.5x105 BDS [SO 4833-1
| tofz fizrg (ctu/g) and 2:2020
(C:h““‘” Total coliform (cfu/g) s 2] 10 102 | BDS [SO
it 4832:2009
based
sweets) Staphylococcus aureus 5 3 10 102 BDS ISO
(Coagulase Positive (cfu/g) 6888-1:2009
Yeast & mold count 51 3 | 5x10 | 1.5x102 | BDS 150
(cfu/g) 6611:2009
Lscherichia coli (efu/ 2) 5 0 <10 NA BDS ISO
11866-1:2009
Salmonella/25g o) 0 Absent BDS ISO
6579-1:2020
.1 R [ Aerobic Colony Count 3|3 [25:0%) sx10* | BDS IS0 48331
(cfu/e) and 2:2020
Total coliform (cfu/g) 5 2 10 2x10 | BDS ISO
4832:2009
Staphylococcus aureus 5 2 10 5x10 | BDS ISO
(Coagulase Positive (cfu/g) 6888-1:2009
Yeast and Mold Count 5 3 2x10 5x10 | BDS ISO
(efu/g) 6611:2009
Escherichia coli (cfu/g) 5 0 Absent BDS ISO
11866-1:2009
Salmonella/25g 5 0 Absent BDS 1SO
6579-1:2020
3. | ¥ | Aerobic Colony Count 51 2| 10* [ 2x10* | BDS 150 48331
g (cfu/g) and 2:2020
(Cheese: el voliform MPNig) |5 | 2 [ 10 [ x103 | BDSISO
A ‘ 4832:2009
from raw
milk) Sa!monel'!a/ZSg 5 0 Absent BDS ISO
6579-1:2020
Escherichia coli (cfu/g) 5 0 <10 NA BDS ISO 11866-1
and 2:2009
Campylobacter spp./25g 5 0 Absent BDS ISO
10272:2006
P ’11@?-*3%‘ Total coliform (MPN/ml) | 5 2 10 1x102 | BDS ISO
T o 4832:2009
(F..:rfncmed Staphylococcus aureus 5 2 10 1x102 BDS ISO 6888-1
ﬁ;lcli\ucts) (Coagulase Positive (cfu/g) 2 and 3:2009
Salmonella/25g 5 0 Absent BDS ISO
6579-1:2020
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| @ () 8 | (@) | (v) (%) (v)

38. | A% ¥R | Aerobic Colony Count 5173 | 15410 3.5¢105 | BDS 1SO 4833.1
Tof% T8 | (cfu/g) and 2:2020
g"““;‘“ Total coliform (MPN/g) | 5 | 3 10 | 1x102 | BDS ISO

= 4832:2009
sweets)
Staphylococeus aureus 5 3 Absent BDS ISO
(Coagulase Positive (cfu/g) 6888-1:2009
Salmonella/25g 5 0 Absent BDS ISO
6579-1:2020

>¢. | Xrewl x| Aerobic Colony Count 51 3 |25x10*|7.5x10% | BDS ISO 4833-1
s B | (cfu/g) and 2:2020
E)Kh‘;“ Escherichiacoli(cfuml) | 5 | 0 | <10 | NA | BDSISO

e 11866-1:2009
sweets

Total coliform (MPN/g) | 5 | 2 50 | 1x102 | BDSISO
4832:2009

Yeast and Mold Count 5 3 <10 100 BDS ISO

(cfu/g) 6611:2009

Salmonella/25g 5 0 Absent BDS ISO
6579-1:2020
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[ 2 (5) @ 0 (3) (%) my]
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[ 100 ctum |55 1270200

Absence in | 9222B Membrane
100 ml Filtration; Standard
Methods for the
Examination of Water &
Wastewater (Ed 22" )
BDS 1240:2001

9222D: Membrane
Filtration; Standard
Methods for the
Examination of Water &
Wastewater (Ed 22" )

9260F: Membrane
Filtration; Standard
Methods for the
Examination of Water &
Wastewater (Ed 22™ )

; Total coliforms
(Drinking/

Bottled Water)

Fecal coliform

Absence in
100 m]
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(‘n’, ‘¢’, ‘m’, ‘M’ @R “Two Class Sampling Plan” @ “Three Class Sampling Plan™)
The terms n, ¢, m and M used in this Microbiological Specification have the following meaning:

n= | Number of units comprising a sample.

¢= | Maximum allowable number of units having microbiological counts above m
for 2 class sampling plan and between m and M for 3-class sampling plan.

m= | Microbiological limit that separates unsatisfactory from satisfactory in a 2-Class
sampling plan or acceptable from satisfactory in a 3-class sampling plan.

M= | Microbiological limit that separates unsatisfactory from satisfactory in a 3-Class
sampling plan.

[Two Class Sampling Plan : A two-class sampling plan is defined in terms of the
number of samples (‘n’) to be taken from a given lot, the sample size (‘s’), and a
threshold concentration (‘m’) above which a sample is considered to be marginally
Unacceptable.]

[Three Class Sampling Plan : A three-class sampling plan is defined by (n,c,m,M)
with an additional specification limit M> m; the lot is also rejected if at least one of the
n measured log-concentrations is larger than M.]

AT o TEACER ST

C: I FIRCY I
ORI |

TR 2R (T, S, (Boma) , AR SR TGN, (ST, BT F6& TS |
Tt @ B, SeeifanE, (@W),WWWGWW, coes,
BIT F$S SIS | website: www.bgpress.gov.bd



